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Background: Recent studies indicates that ROCK/Rho-kinase are associated with coronary vasospasm. In a porcine model, it was shown that 
the expression of ROCK/Rho-kinase mRNA was significantly upregulated at the spastic coronary artery, and a specific inhibitor of ROCK/Rho-kinase 
inhibited coronary spasm in humans. We, therefore, explored the role of ROCK2 polymorphisms in the pathogenesis of vasospastic angina (VA). 
Methods: We studies 106 patients (56 ± 10 years) with VA who exhibit provoked coronary spasm during coronary angiography and compared 
prevalence of ROCK2 polymorphisms between this group of patients with VA and control subjects who had normal coronary artery with negative 
ergonovine test (n=107). Five SNPs of ROCK2 (rs978906, rs2271621, rs2230774, rs1515219, rs3771106) were selected based on the following 
criteria: the functionality with the priority order of picking SNPs being based on their potential functions [nonsynonymous SNPs > splicing-site SNPs 
> synonymous SNPs > 5’ untranslated-region (UTR) SNPs > 3’ UTR SNPs > intronic SNPs], the frequency of minor alleles ≥ 20% in Asians population, 
the spacing of SNPs should be relatively even across the gene region, and then genotyped by high-resolution melting. 
Results: Smokers were more prevalent in the VAP group (p<0.0001). Genotypes of the VA group were not different from those of the control group 
(Table). 
Conclusion: ROCK2 polymorphisms are unlikely to make a contribution to the pathogenesis of VA. 
SNPs Genotype
VA (n=106)
n (%)
Control (n=107)
n (%)
P
rs978906
AA
AG
GG
32 (30.2)
55 (51.9)
19 (17.9)
26 (24.3)
51 (47.7)
30 (28.0)
0.198
rs2271621
TT
GT
GG
31 (29.2)
56 (52.8)
19 (17.9)
26 (24.3)
53 (49.5)
28 (26.2)
0.326
rs2230774
AA
AC
CC
25 (23.6)
54 (50.9)
27 (25.5)
22 (20.6)
49 (45.8)
36 (33.6)
0.424
rs1515219
CC
CT
TT
25 (23.6)
55 (51.9)
26 (24.5)
32 (29.9)
51 (47.7)
24 (22.4)
0.581
rs3771106
GG
GA
AA
25 (23.6)
55 (51.9)
26 (24.5)
37 (34.6)
50 (46.7)
20 (18.7)
0.188
